Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.043; wR factor = 0.122; data-to-parameter ratio = 14.5.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Jessen & Gademann, 2010) . The X-ray structural analysis of this compound reported here confirms the assignment of its structure determined from spectroscopic data (Tang et al., 2011) . The conformation of this molecule is stabilized by intramolecular N-H···O and O-H···O hydrogen bonds (Table 1 , Fig. 1 ). In the crystal ( 
The preparation of the title compound follows the procedure of Rigby & Burkhardt (1986) and Rigby & Qabar (1989) . To an ice-cooled solution of p-methoxycinnamic acid (2.0 g, 11.2 mmol) in 20 ml of toluene was added triethylamine (1.6 ml, 11.6 mmol) and diphenyl phosphorazidate (DPPA, 2.9 g, 10.5 mmol). The solution was stirred at room temperature for 3 h. The acyl azide product was isolated by dilution with cold water. The organic layer was dried over anhydrous magnesium sulfate, and the solvent was removed in vacuo to provide a crude product. The acyl azide was dissolved in 20 ml of benzene and heated at reflux until azide decomposition was complete as monitored by TLC. The reaction mixture was then cooled to 273 K and ethyl sodioacetocaetate [prepared from ethyl acetoacetate (1.46 g, 11.2 mmol) and sodium hydride (0.37 g, 80% dispersion in oil, 12.3 mmol) in toluene (10 ml) at 273 K] was added. The reaction mixture was allowed to warm to room temperature over 2 h and was then quenched with a saturated aqueous ammonium chloride solution extracted with ether (3 times, 30 ml), rinsed with brine (3 times,30 ml), and dried over anhydrous sodium sulfate.
The solvent was removed in vacuo to give white crystals (m.p. 367-369 K). 
Refinement
The hydroxyl and amine H atoms were located from a difference-Fourier synthesis and their positional and isotropic displacement parameters were refined. Other H-atoms wereplaced at chemically acceptable positions and were contrained to an ideal geometry using a riding model approximation [C-H in the range 0.93-0.97 Å) and U iso (H) = 1.2 or 1.5
Computing details
Data collection: SMART (Bruker, 2003 ); cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT (Bruker, 2003);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) . 
Ethyl (E)-3-hydroxy-2-[(4-methoxystyryl)carbamoyl]but-2-enoate
Crystal data Extinction correction: SHELXL97 (Sheldrick, 2008) 
